DocuSign Envelope ID: DBBD3BDC-485B-4358-80B3-DB7C23F20171
State of Maine

Procurement Justification Form

This form must accompany all contract requests and sole source reguisitions (RQS) over $5,000 submitted to the Division of
Procurement Services.

INSTRUCTIONS: Please provide the requested information in the white spaces below. All responses (except signatures) must
be typed; no hand-written forms will be accepted. See the guidance document posted with this form on the Division of
Procurement Services website (Forms page) for additional instructions.

I PART I: OVERVIEW

Department OffrcelDwrsron/Program DHHS/Maine CDC

Department Contract Admmlstrator or
D Grant Coordmator

(If appilcable) Department Reference # CD0-21-5434A
Crig: $250 000.00

c ('m,“, actiAme dme rﬁ,’gﬁg;‘; Amend: $1,500,000.00 Advantage CT/ RQS # CT 10A 202102262345

Chris Moiles

Revised: $1,750,000.00 :
N Proposed Start Date:__ Proposed End Date

Original Start Date:_.. 1720121 o Effectwe Datef:if
‘Previous End Date: | 1/19/22 - -New End Date: | 7/31/23
o F’rOJect Start Date; - e Grant ‘Start Date: -

Project End Date: " GrantEnd Date:

Vendor/Prowder/Grantee Name Clty, Statei: The Jackson Laboratory, Bar Harbor, Maine

B_raef Des_cnption of_Goodsl_Sarvlp_ea[Gr_a_nt | SARS-CoV-2 whole genome sequencing

PART il JUST!F!CATION FOR VENDOR SELECTION

First identified in December 2019, Coronavirus Disease 2019 (COVID-19) is a mild to severe respiratory disease
with a significant mortality rate. The etiological agent of COVID-19, severe acute respiratory syndrome-related
coronavirus (SARS-CoV-2), appears to have originated in Wuhan City, Hubei Province, China and has since
rapidly spread globally. As of January 10, 2021, this includes 90.2 million confirmed cases and 1.2 million deaths
with 19% of the deaths occurring in the United States. As this outbreak continues to spread, action is required to
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PART lil: SUPPLEMENTAL INFORMATION |

quickly catalog viral diversity to understand the evolution of the epidemic, transmission dynamics, evoiutionary
rates, and provide real-time surveillance of new and expanding viral mutations.

This information can be used by public health officials while monitoring and tracking to mount a well informed
and more robust response to SARS-CoV-2 within their areas of operation (1). Recently, two variants of concern
(VOCs) have emerged independently, detected by on-going surveillance efforts in the United Kingdom and
South Africa. These two VOCs (B.1.1.7 and B.1.351), show strong epidemiological evidence of increased
transmissibility and carry mutations shown to weaken neutralization by some human sera. One VOC has now
been detected in the United States and aggressive monitoring for new occurrences is of critical importance.

This Agreement is to supplement SARS-CoV-2 whole genome sequencing performed by the Maine Health and
Environmenta! Testing Laboratory (HETL). The addition of the Lab Services to the HETL’s current capacity
should substantially augment the Department’s capacity to develop a comprehensive understanding of the
evolution and transmission of SARS-CoV-2 in near real time.

The purpose of this Amendment is to utilize new funds avaifable through the Federal CDC ELC Enhancing
Detection Grant to support COVID-19 surveillance activities and extend the end date of the contract by six (6)
months.

Jackson Labs has so far created a phylogenetic tree with >3000 SARS-CoV-2 genomes and has personally
sequenced >2500. They have created 10 weekly SARS-CoV-2 sequencing reports which outline SARS-CoV-2
sequencing in Maine. This sequencing effort has kept Maine in the top 5 states for the overali rate of SARS-
CoV-2 sequencing. Jackson Labs is still the only laboratory in the state with the lab bench expertise and
bioinformatics capacity to continue this effort. HETL is only able to sequence ~50 samples per week and is not
able to maintain the phylogenetic tree withal the SARS-CoV-2 genomes. Jackson Labs is able to sequence
upwards of 200-300 samples per week and is able to maintain the phylogenetic tree withal the SARS-CoV-2
genomes. The link to the phylogenetic tree can be found at https://nextstrain. org/community/tewhey-lab/ncov-
ME/latest?c=clade membership.

The Department looked at available companies to provide these services; this organization was the only one
that could support the Department’s need. As such, the Department reviewed the pricing, which was deemed
acceptable in light of the Governor's Civil State of Emergency. This work is surveillance only and cannot be
charged to patients; much like most of the work conducted at HETL. The included budget (Appendix B} has a
breakdown of supplies, equipment, staff, and mandatory fees. HETL is not buying a service on a per sample
basis but providing Jackson labs federal funding per grant requirements to meet these grant requirements.
Jackson Labs is including the cost of per sample for transparency purposes.

Budget |

Sample Intake & Biobank 29,440
Sample Preparation 326,600
llumina Sequencing 188,440
Labor 344,746
Capital Equipment 84,439
Small Equipment 8,287
Overhead (Federal negotiated rate of

70%) 514,509
Total $1,496,461

PIE Page 2 0f 3 Rev. 3/3/2020



DocuSign Envelope ID: DBBD3BDC-485B-4358-80B3-DB7C23F20171
State of Maine

Procurement Justification Form

PART {ll: SUPPLEMENTAL INFORMATION

Table 1: Overall budget expenses

Expedited Surveillance
Sample Preparation and Storage (per sample) $38.7 $38.7
lllumina Sequencing (independent of sample #) $62.3 $16.5
Labor (independent of sample #) $348.5 $1101.5

Table 2: Cost per SARS-CoV-2 genome sequenced

The department does not intend to RFP this service at this time.

PART IV: APPROVALS

B M.,  Date: QL& / 2

DocuSIgned by:
I ﬁ it Scluory

9643775émtf}])45 f: Date_ 7/19/2021
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